: Equal expression of constructs used in Figure 1B . HeLa cells were transfected with FLAG-tag plasmids encoding p50RhoGAP, PGAP, NBCH or ∆PRR and their expression levels were verified by Western blot analyses for the whole cell lysates (WCL) with anti-FLAG, and normalized with the expression levels of endogenous tubulin as the loading control.
: Quantitative analyses of p50RhoGAP, NBCH, and PGAP expression levels in cells. HeLa cells were transfected with FLAG-tag plasmids expressing p50RhoGAP, PGAP or NBCH, fixed and subjected to confocal fluorescence microscopy as described in 'Materials and Methods'. The expressed proteins were detected by indirect immunostaining with Alexa Fluor 633-dye-conjugated goat anti-rabbit IgG against anti-FLAG. Intensity of signal detected by confocal microscopy was employed to determine the relative protein expression levels across various regions of cell populations as indicated by the lines and arrows. Briefly, images were collected using a Zeiss 510 Meta laser-scanning microscope equipped with a 60X len. The detector gain was first optimized by sampling various regions of the coverslip and then fixed for each specified channel. Once set, the detector gain value was kept constant throughout the image acquisition process. As a result, signal intensities from identical channels of different images could be used for quantitative measurements. using ClustalW and formatted using BOXSHADE. Identical residues are shaded black whereas similar or conserved residues are in gray. The BCH and GAP domain were indicated by box whereas conserved R282 arginine finger, R283 arginine residue and N391 mutated and used in earlier experiment (Fig. 2E) 
